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Introduction to MS
NO. | ZEAIZ a9 o MEHN=
Course 1 | | 13:?700N_15_A;10 3l | MZoistm Introduction to Mass Spectrometry
2 14:(2700~_15_5)30 e e I =l = i =T N ET RS Ea lonization Methods
3 15:?7004%6).50 dEig | EFarstr|= 3 Mass Analysers
Techniques in LC-MS & GC-MS
NO. | ZEAIZt ok o NS HN=
Course 2 | 13:?700~—15—45:10 o[xje} | et=at=t|= A& Practical Aspects of Chromatography-combined MS (Part 1)
2 14:(2700N1%5):30 a7l | et=arst s+ Practical Aspects of Chromatography-combined MS (Part I1.)
3 15:?700~—1E—E)5:50 dEAM | METistd Tandem MS and MS-based Quantification
MS-based Validation
NO. | ZEAIZH ok o MEEHN=
Course 3| 1 | oo s'0| dEF | th7HS HTOIRMYTST | Overview of Method Validation
2 14:(2700~_15_5)30 HIAM | Adoistn Method Validation for Pharmaceutical
3 15:?700~_15_E§:50 ol=H| | CHRCYstm ICP-MS 2412 23t AlEXz2l & 77| Parameters
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Clinical and Biomedical Research aiis (rEe
Hoks (et aret
NO. | wEAZt Mo PP
12:55~13:25 A qp= Q = =EAR
SYM 1 1 3 0SS F 7| A(GIST)/
(30%) (U keynote) | MEmpete to be updated
8/26(= 13:25~13:
=) ) 3:25~13:50 Moo oo izati
s Moo MEo|th RICHAA Characterization of host response to COVID-19 and
e o - protein dynamics using blood proteome profiling
e 5 14 AIz8l Q&K CIO| 2 A KIS XY ngelopment of Diagnostic Multimarkers for
o (255) KbioHealth Glioblastoma at Early Stages Using Quantitative
YETRRYET P Proteomic Method
4 : 718 A Solbigu/ icati
20%) AL S g et Appllcatpns of Mass Spectrometry for Clinical
TEER Diagnostics
5 SO O}kt S o [ [ ili
20%) o} £t S e e L Rt I Multlst.er0|d. profiling for differential diagnosis of
endocrine diseases: Cushing's syndrome and more
Fund | Z2EE @any
undamentals & Elemental Analysis —
0|ZA BEEE
NO. | EAZ Jupe? PN
= Ht
A HN =
12:55~13:15 ) ituri
: o> MEH [ —— o ﬁas Phase Complex I.ons of Cucurbituril and Metal
o 2 Sallde clusters Investigated by lon Mobility-Mass
8/26(2) | , | 1315~1335 S S Cpe::fodmet;y
00%) = StREZTIsi o9l Holo g ertified reference materials (CRMs) for chemical
analysis: what and how
12:5514:55 5 13:351‘3:55 1M glolofo|A e . lontransmission  study according to RF power and
(120) (208) AHO| QI A1 El FHATR initial input conditions in the ICP-MS plasma
source
13:55~14:
4 5 lll4.‘15 EEN S Arstm N EOo|9A HEMS EB} &h7F A
(20_|'__) Al =24 =1mi m_'_ OI |__—'— T—T/aE o ¢ T74| LH ng&! OI_|_?_|7(‘|
o &k K
g Bt
14:15~14:35
: N e . .
00%) 7|18 StREZEDerol el Mol 2l Determination of atomic weight of neon using gas
mass spectrometer and gas chromatoghraphy
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Food & Agriculture 2T (ELtrystm)
NO. | HEAIZ =L A 59 UER| S
12:55~13:15 SIS . " Omics of Nutrients: Nutrienomics of Human
PNk LICHSH D mE=
SYM 3 1 (208) axet Sdtsa T Maternal Milk
Mechanism exploration of herbal decoction based
=2 4E._123
8/26(=) 2 13'1(250;?'35 HXA ot=oto|at AT A Mol @l on network pharmacology and integrated omics
- approach
12:55~14:55 13:35~13: Nguyen Thi _
(1202) 3 3 ?250_5_§ > I\%nyuyen FIHAATHE to be updated
13:55~14:15 Identification and evaluation of food-originated
4 '(Zo.z.)' Aoy ISEEE kel Hm microbial metabolites for prevention of human
= diseases
14:15~14:35 = Development of health functional food from crop
Med EEX|SH Molal | . . . :
(20&) 1 e=-r=ee HadT seedlings using metabolites farming
. . S (SYrstn)
Pharmaceutical Analysis Ol T (AECistm)
NO. | HEAIZ =L 4 59 UER| S
] 15:10~15:30 ojgzm s ] o The Regulatory Strategies for Genotoxic
(208) e okstrfst N Pharmaceutical Impurities
= Current state and challenges of LC-MS/MS analysis
:30~15: = SLeu o . o o
SYM 4 2 15'?§0é_?'50 ohat E;EH%L e for the quantification of nitrosamine impurities in
8/26(2) pharmaceuticals
15:50~16:10 On-line SFE-SFC-MS/MS for the Determination of
3 ‘(20_,?_)' pSEel o A < Of A} NDMA and NDEA in Drug Substances and Drug
15:10~17:10 - Products
(120&) 4 16.10~;6.30 FIRES QAXCIO| B AFRISAICH | MoloiTLgy Multi-omics ana.|y5|s for characterization of
(20=) extracellular vesicles
16:30~16:50 Characterization of biosimilar and antibody-drug
5 '(205)' O|54 dI7 =g uerisd FMARLY conjugate(ADC) by Orbitrap Fusion mass
= spectrometer
16:50~17-10 Regression Model for the Preparation of Calibration
6 '(ZOH)' d43d HAZY oA SEAL Curve in the Quantitative LC-MS/MS Analysis of
= Drugs of Abuse
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Environmental and Consumer Chemical | @22l (MZLCHSHW)
Products Analysis ™2 (D2{ChEtw)
NO. LHAZ g9 o ESES HHMN=
1 15:10~15:35 B2 S8 A Y HIE) %} Case Studies using Stable Isotope Ratios in
(25%) (=L keynote) = Environmental Pollution
SYMS5 |5 | T3S ome | =urza mPS I SeHY M| NERHET 24
8/26(%) (20=)
15:55~16:15 - LC-MS/MSE O| &%t M Az & CHAM 7t
P eom i o A 2N
15:10~17:10 - o
(1205 16:15~16:35 — s sl £ . Improvmg LC-MS se.n5|.t|V|ty‘ for structgral ‘
4 (208) HEN S ZdFs7|=d B characterization of lignin oligomers using acetic
= acid as a mobile phase additive
s | 16:35~16:55 Nz selrfstn sga FEMEHZHS 0|8 T 2E=d =0 &
(202) a5
16:55~17-10 Estimating exposure to effective chlorine while
6 .(155). SHAE s [ i) A using chlorinated disinfectants: PTR-MS analysis and
- passive air sampling applications
. . d3M (M2tsta
Protein and Proteomics Z'?—'.'X._l 53._5% E—’v._‘—ﬂf)éfﬁ 29
NO. HHAIZ g9 et SR HHMN=
1 15:10~;5:40 =354 S I ! 0|0l Ly Characterization of Protein Glycosylation by Mass
SYM 6 (30=2) (= U keynote) Spectrometry
P 15:40~16:00 7ot g ZA3|istm 2838t e b dated
8/26(2) (202) ] S AU SERA - to be update
3 16:00~16:20 opay = SEoisty g Spatiotemporal Diversity of Glycome Expression in
15:10~17:10 (20=) =T =4 arst7| =it v Mammalian Brain
(120) 4 16:20~16:37 Sl M0 Rl oo Proteome analysis of FFPE tissue samples for
(178) =o - S|t ggtolstat T translational research
s 16:37~16:54 e RNISPNLE olgmi oA Novel Interface for Faster Protein Analysis by
(17&) = HfO| @ AlSko| nf ke T Electrospray Mass Spectrometry
6 16:54~17:11 s 0] %'E.’EH%*I{ E@a Novel Interface for Faster Protein Analysis by
(172) S&3tatsstt Electrospray Mass Spectrometry
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Metabolomics & Lipidomics -.?.-%35_4 (S stm)
NO. LHEAIZE B 4 EEN S
09:00~09:30 | 204 0 XECHSH Spectral network paradigm for chemically informed
SYM 7 ! (302) = REREEEE analysis in untargeted MS/MS-based metabolomic
8/27(2)
5 09:3;)(;;0:00 0|54 & SHR18E7| 2 A (KIST) :cnh|b|t|||on of Ilpl)qgene5|s rewires lipid metabolism
09:00~11:00 (30T) or cell survival in prostate cancer
(120&) : . .
10:00~10:30 7154 0) =N Metabolomic analysis to evaluate toxic effects of
3 =] (=R S o H—|J-|— . . .
(30=) environmental pollutants using model organisms
4 10:30~;1:OO SlaEEalstol gy Measurement Comparability for Amino Acid
(30=) Analysis in Blood Samples
. . HIHE (HAMChet)
Material & Surface Analysis Q=01 (EIOFAEN
NO. LEA|IZH 49 a% YEM=
09:00~09:20 = ~ PN New Applications of Time-of-Flight Secondary lon
s SRk & T e ool el
1 (202) | | = AE7IE AT EKIST) Mass Spectrometry
09:20~09:40 Laser desorption/ionization time-of-flight mass
SYM 8 2 '(ZOH)' daga s =l eI spectrometric analysis of carbon-based materials
8/27(2) = and their analytical application for various analytes
3 09:40~10:00 2~ X| A Siamzretol gy Moloimg ToF-SIMS surface analysis and its applications to
09:00~11:00 (20=) - SomETETE =T biological samples
(120:2) 10:00~10:20 Application of MALDI-Mass Spectrometry Imaging
:00~10: M=S CIA Ol KICHSHD QFsHOySH =R )
4 (208) 854l CIAFTHE oL Sreithe T in Cancer Research
10:20~10:40 X[ AFO| e L Aoloimo) Surface analytical studies on organic materials using
> (208) Hgd Sz T -EEE gas cluster ion beam (GCIB)
10:40~11:00 Application of Ultrafine Focus LDI-TOF Mass
6 '(20_.?._)' FH &)OFAEL FMARLY Spectrometry for OLED Material and Device

Analysis
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09:00~11:00
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Young Scientist (Emerging Scientist)
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09:00~09:20
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Quantitative analysis of lysophosphatidylcholine in
patient serum for diagnosis and mortality
prediction of sepsis using MALDI-TOF MS based on
a parylene-matrix chip

09:20~09:40
(20&)

A Comparison of LC-MS/MS and a Fully Integrated
Autosampler/Solid-Phase Extraction System for
Analysis of In vitro ADME assay

09:40~10:00
(20&)

Development of Sample Preparation Methods
towards In-depth Proteomics of Pathological Tissues

10:00~10:20
(20)
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o
nxt

Measurement of sedimentary Nd isotopic
compositions using thermal ionization mass
spectrometer for the reconstruction of Arctic
paleoenvironments

10:20~11:00
(40&)
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to be updated

SYM 9
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11:20~12:00

(40)

Special Lecture

THAIZ
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oF

11:20~12:00
(40=)

8571

My Mass Spectrometry Journey:
drugs, environmental pollutants and metabolome




